Curriculum vitae

Changsoo Chang					Principal Structural Biology Specialist
Seoul National Univ. (Seoul, Korea)			B.S.	1986-1990	Chemistry
Seoul National Univ. (Seoul, Korea)			M.S	1990-1992	Biochemistry
Seoul National Univ. (Seoul, Korea)		Ph. D.	1992-1997	Biochemistry
Research and Professional Experience    
1994, 1995	Guest Researcher, Korea Research Institute of Bioscience and Biotechnology, Dae-Joen, Korea
1997-1999	Researcher, Center for Molecular Catalysis, Seoul National University, Korea 
1999-1999	Postdoctoral Fellow, NCI-Frederick Cancer Research and Development Center, ABL-Basic Research Program, Frederick, MD
1999-2004	Postdoctoral Research Fellow, NCI-Frederick Center for Cancer Research, National Health Institute, Frederick, MD
2004-2009	Assistant Scientist-Protein Crystallographer, Structural Biology Center, Argonne National Laboratory, Argonne, IL
2009-present 	Principal Structural Biology Specialist, Structural Biology Center, Argonne National Laboratory, Argonne, IL

[bookmark: _GoBack]Selected Publications from 35
1. Chang C, Kim KK, Hwang KY, Choi MU, Suh SW. Crystallization and preliminary X-ray crystallographic analysis of alpha-amylase from Bacillus subtilis. (1993) J Mol Biol. 229,(1):235-238. (PMID: 8421303)
2. Chang C, Park BC, Lee DS, Suh SW. A thermostable xylose isomerase from Thermus thermophilus: Biochemical characterization, C crystallization, and preliminary X-ray analysis. (1998) J Biochem Mol Biol. 31:600-603. (PMID: 10089429)
3. Chang C, Park BC, Lee DS, Suh SW. Crystal structures of thermostable xylose isomerases from Thermus caldophilus and Thermus thermophilus: possible structural determinants of thermostability. (1999) J Mol Biol. 288(4):623-634. (PMID: 10329168)
4. Chang C, Song HK, Park BC, Lee DS, Suh SW. A thermostable xylose isomerase from Thermus caldophilus: biochemical characterization, crystallization and preliminary X-ray analysis. (1999) Acta Crystallogr D Biol Crystallogr. 55(Pt 1):294-296. PMID: 10089429)
5. Lee JY, Chang C, Song HK, Moon J, Yang JK, Kim HK, Kwon ST, Suh SW. Crystal structure of NAD(+)-dependent DNA ligase: modular architecture and functional implications. (2000) EMBO J. 19(5):1119-1129. (PMID: 10698952)
6. Lee JY, Kim HK, Chang C, Eom SH, Hwang KY, Cho Y, Yu YG, Ryu SE, Kwon ST, Suh SW. Crystallization and preliminary x-ray crystallographic analysis of NAD+-dependent DNA ligase from Thermus filiformis. (2000) Acta Crystallogr D Biol Crystallogr 56(Pt 3):357-358.(PMID: 10713526)
7. Chang C, Mooser A, Pluckthun A, Wlodawer A. Crystal structure of the dimeric C-terminal domain of TonB reveals a novel fold. (2001) J Biol Chem 276(29)27535-40. (PMID: 11328822)
8. Chang C, Newton DL, Rybak SM, Wlodawer A. Crystallographic and functional studies of a modified form of eosinophil-derived neurotoxin (EDN) with novel biological activities. (2002)  J Mol Biol 317(1):119-130. (PMID: 11916383)
9. Chang C, Magracheva E, Kozlov S, Fong S, Tobin G, Kotenko S, Wlodawer A, Zdanov A. Crystal structure of interleukin-19 defines a new subfamily of helical cytokines. (2003) J Biol Chem 278(5):3308-3313. (PMID: 12403790)
10. Chang C, Pluckthun A, Wlodawer A. Crystal structure of a truncated version of the phage lambda protein gpD. (2004) Proteins. 57(4):866-868. (PMID: 15317025)
11. Forrer P, Chang C, Ott D, Wlodawer A, Pluckthun A. Kinetic stability and crystal structure of the viral capsid protein SHP. (2004) J Mol Biol 344(1):179-193. (PMID: 15504410)
12. Nocek B, Chang C, Li H, Lezondra L, Holzle D, Collart FR, Joachimiak A. Crystal structures of delta1-pyrroline-5-carboxylate reductase from human pathogens Neisseria meningitides and Streptococcus pyogenes. (2005) J Mol Biol 354(1):91-106. (PMID: 16233902)
13. Dong A, Xu X, Edwards AM, Chang C, Chruszcz M, Cuff M, Cymborowski M, Di Leo R, Egorova O, Evdokimova E, Filippova E, Gu J, Guthrie J, Ignatchenko A, Joachimiak A, Klostermann N, Kim Y, Korniyenko Y, Minor W, Que Q, Savchenko A, Skarina T, Tan K, Yakunin A, Yee A, Yim V, Zhang R, Zheng H, Akutsu M, Arrowsmith C, Avvakumov GV, Bochkarev A, Dahlgren LG, Dhe-Paganon S, Dimov S, Dombrovski L, Finerty P, Jr, Flodin S, Flores A, Graslund S, Hammerstrom M, Herman MD, Hong BS, Hui R, Johansson I, Liu Y Nilsson M, Nedyalkova L, Nordlund P, Nyman T, Min J, Ouyang H, Park HW, Qi C, Rabeh W, Shen L, Shen Y, Sukumard D, Tempel W, Tong Y, Tresagues L, Vedadi M, Walker JR, Weigelt J, Welin M, Wu H, Xiao T, Zeng H, Zhu H. In situ proteolysis for protein crystallization and structure determination. (2007) Nat Methods 4(12):1019-1021. (PMID: 17982461)
14. Brown G, Singer A, Proudfoot M, Skarina T, Kim Y, Chang C, Dementieva I, Kuznetsova E, Gonzalez CF, Joachimiak A, Savchenko A, Yakunin AF. Functional and structural characterization of four glutaminases from Escherichia coli and Bacillus subtilis. (2008) Biochemistry 47(21):5724-5735. (PMID: 18459799)
15. Kim Y, Quartey P, Li H, Volkart L, Hatzos C, Chang C, Nocek B, Cuff M, Ospiuk J, Tan K, Fan Y, Bigelow L, Maltseva N, Wu R, Borovilos M, Duggan E, Zhou M, Binkowski TA, Zhang RG, Joachimiak A. Large-scale evaluation of protein reductive methylation for improving protein crystallization. (2008) Nat Methods 5(10):853-854. (PMID: 18825126)
16. Chang C, Coggill P, Bateman A, Finn RD, Cymborowski M, Otwinowski Z, Minor W, Volkart L, Joachimiak A. The structure of pyogenecin immunity protein, a novel bacteriocin-like immunity protein from Streptococcus pyogenes. (2009) BMC Struct Biol 9:75. (PMID: 20017931)
17. Chang C, Tesar C, Gu M, Babnigg G, Joachimiak A, Pokkuluri PR, Szurmant H, Schiffer M. Extracytoplasmic PAS-like domains are common in signal transduction proteins. (2010) J Bacteriol 192(4):1156-1159. (PMID: 20008068)
18. Tchigvintsev A, Xu X, Singer A, Chang C, Brown G, Proudfoot M, Cui H, Flick R, Anderson WF, Joachimiak A, Galperin MY, Savchenko A, Yakunin AF. Structural insight into the mechanism of c-di-GMP hydrolysis by EAL domain phosphodiesterases. (2010)  J Mol Biol 402(3):524-538. (PMID: 20691189)
19. Deshpande CN, Harrop SJ, Boucher Y, Hassan KA, Di Leo R, Xu X, Cui H, Savchenko A, Chang C, Labbate M, Paulsen IT, Stokes HW, Curmi PM, Mabbutt BC. Crystal structure of an integron gene cassette-associated protein from Vibrio cholerae identifies a cationic drug-binding module. (2011) PLoS One 6(3):e16934. (PMID: 21390267)
20. Michalska K, Chang C, Mack JC, Zerbs S, Joachimiak A, Collart FR. Characterization of transport proteins for aromatic compounds derived from lignin: benzoate derivative binding proteins. (2012) J Mol Biol 423(4):555-575. (PMID: 22925578)
21. Tan K, Chang C, Cuff M, Osipiuk J, Landorf E, Mack JC, Zerbs S, Joachimiak A, Collart FR. Structural and functional characterization of solute binding proteins for aromatic compounds derived from lignin: p-coumaric acid and related aromatic acids. (2013)  Proteins 81(10):1709-1726. (PMID: 23606130)
22. Tan K, Kim Y, Hatzos-Skintges C, Chang C, Cuff M, Chhor G, Osipiuk J, Michalska K, Nocek B, An H, Babnigg G, Bigelow L, Joachimiak G, Li H, Mack J, Makowska-Grzyska M, Maltseva N, Mulligan R, Tesar C, Zhou M, Joachimiak A. Salvage of failed protein targets by reductive alkylation. (2014)  Methods in molecular biology 1140:189-200. (PMID: 24590719)






